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 Curriculum Vitae 

 
 
Lounès CHIKHI UMR 5174 CNRS Evolution et Diversité Biologique 

Born: 29th July 1967 – Age : 50 years Université Paul Sabatier 

in Paris (14th arrt.). Toulouse, France 

 Tel : +33 5 61 55 67 54 

Nationality: Algerian and French Instituto Gulbenkian de Ciência (IGC) 

Two children (11 and 14 y. old) Rua da Quinta Grande, nº6 

e-mail : chikhi@univ-tlse3.fr Oeiras, Portugal 

e-mail : chikhi@igc.gulbenkian.pt Tel: +351 21 446 46 71/69 

 

Current position: 

 
Directeur de Recherche (Senior Researcher), Evolution & Diversité Biologique, CNRS (since 2002) 
 
Principal Investigator (PI) of the Population and Conservation Genetics group, IGC (since 2005) 
 
 

DIPLOMA  -  BACKGROUND   

 
 

2002-present : CNRS Senior Researcher (Civil Servant) 
 
2001-2002 : Post Doctoral Research Associate (PDRA) at University College, London. (BBSRC 

funding attributed to Prof. Z. Yang.) 
 
01-03/2001 : Short Research contract at University of Cardiff University. 
  (MAFF funding to Prof M. Bruford). 
 
  Data analysis on population (breed) data of sheep and cattle. 
 
1999-2000 : PDRA at Queen Mary and Westfield College, London. Small NERC grant (funding 

attributed to Drs. R.A. Nichols, M.A. Beaumont and myself).  
 
 Analysis and test of an admixture model. 
 
1997-1999 : PDRA at the Institute of Zoology in collaboration with Prof. M. Bruford and Dr. M.A. 

Beaumont. Funding attributed to Prof. M. Bruford. 
 
 Analysis of the genetic variability in breeds of cattle and sheep. Theoretical and practical 

approaches. 
 
1996-1997 : Marie Curie Fellow at the University of Padua, Italy in the group of Prof. Guido Barbujani. 

Funding attributed to myself. 
 
 Evolutionary processes inferred from molecular diversity. Implications for conservation 

biology and fishrery management. 
 
1991-1995 : Ph.D thesis in population genetics of two Sardinella species, University Paris VI 

(Pierre et Marie Curie) - ORSTOM. Mention très Honorable, Félicitations du Jury. 
 
 Genetic differentiation in Sardinella aurita and S. maderensis, allozymes and mitochondrial 

DNA. 
 Ph.D Supervisors : François Bonhomme and Jean-François Agnèse. 
 
1990-1991 :  DEA (Fifth year University diploma) in Population Biology and Eco-ethology in the 

University of Tours. 
 
 Analysis of the mtDNA restriction polymophism in Tunisian populations of the house mouse 

(Mus musculus domesticus) with standard and Robertsonian karyotypes.” 
 
1988-1991 : Grande Ecole diploma "Diplôme d'Ingénieur de l'Institut National Agronomique Paris-

Grignon." - Now : Agro Paris Tech. 
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DISTINCTIONS 

 
1. Christiane Doré Prize in 1994 for “the best scientific contribution of an ORSTOM student”.  
2. Marie Curie Fellow 1996-1997 
3. Gabriel Lasker Prize in 1998 for the best article published in Human Biology. 
4. Special Issue of Human Biology on Gabriel Lasker Prize Holders (2009) 

 
Invited talks : 

 (1) Keynote lecture at the VIIème International Conference on Environmental Mutagens (7-12 September 
1997). The Keynote lecture led then to a common paper written with other invited scientists (Bickham 
et al., 2000 above with more than 350 citations). 

 (2) Workshop Data Analysis within a European Union meeting. 
 (3) Invited to Faro University (Portugal). Talk on European human population genetics.Invited to the 

Human Evolution Meeting in the University of Ferrara, May  2000).Keynote lecture at the European 
Society for Human Reproduction and (see http://www.eshre.com/ecm/main.asp?lan=63&typ=201) 

(4) « Examining the farming/Language hypothesis » in Cambridge (McDonald Institute)  
(5) Portugaliae Genetica “Human Haploid Genomes” – March 2003 
(6) Keynote Lecture at the GABBA meeting (Porto, 2006) 
(7) Portugaliae Genetica, March 2007 
(8) Instituto Gulbenkian de Ciência, April 2007 
(9) Keynote, GALF 2007 (Groupement des Anthropologistes de Langue Française) 
(10) Keynote, Palais de la Découverte, Sept. 2008. 
(11) Invited Speaker, “Darwin’s legacy, new insights into human evolution” Sept. 2009. 
(12) Keynote Speaker at the Journées de l’Ecologie de Toulouse, Nov. 2010 
(13) Keynote Speaker at the EMBO Conference on "Human Evolution in the Genomic Era: Origins, 

populations and phenotypes" April 2014 
(14)  

 
 
Selected as “one of the promising French scientists” by the Journal Marianne in 2006 
 
Member of the Editorial Board Review de Molecular Ecology, Molecular Ecology Notes. 
 
Member of the Volkwagen Stiftung Jury 2005 
 
Co-editor for Proceedings of the Ninth International Congress of European Ichthyologist (see above). 
 
Associate Editor of Heredity (Since 2016) 
 
Participation to TV/Radio programmes: BBC, Direct8 Channel “Complément Terre”, France Culture “Science 
Publique” , Koisas Kuriosas (RTP), Radio (RTP2). 
 
 
 

LABORATORY AND DATA ANALYSIS EXPERIENCE 

 
 
Laboratory Techniques Used  
 Isozyme electrophoresis. 
 PCR-RFLP et direct sequencing 
 Microsatellites analysis (DNA extraction from hair; PCR and sizing on ABI 377). 

 
Data analysis and statistics: 

Population genetics software : Arlequin, Genepop, GENETIX, BayesAss, Structure, Geneclass, etc. 
Spatial autocorrelation: classical (SAAP) and molecular (AIDA). 
Analysis of demographic processes (msvar, Bottleneck, EndEpi, LEA, etc). 
Basic knowledge in R, matlab, Perl, Python and Linux 

 
 
 

EDITORIAL WORK 

 
 
2016- present: Editor for Heredity (https://www.nature.com/hdy/editors) 
 
2000/07  Member of Molecular Ecology Editorial Board Review. 2000-2010. 
 
 
1997/98  Co-Editor of the Proceedings of the Ninth International Congress of European Ichthyologists, 
Trieste 24-30 august 1997. Published in The Italian Journal of Zoology, Vol. 65. Suppl. 1998. Responsible for all 
papers on genetics and cytogenetics. 
Regular reviewer for:   Molecular Ecology, Heredity, Evol. Applications   
   Proc. Roy.Soc. (Biological Sciences) 
 
Occasional reviewer for:  P.N.A.S, PLoS, Biology, Theoret. Pop Biol., Genetics 

http://www.eshre.com/ecm/main.asp?lan=63&typ=201
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   Am. J. Phys. Anthropology,  
   Conservation Genetics, Ann. Hum. Genet., etc. 
 
 

TEACHING AND OTHER RESEARCH ACTIVITIES 

 
 
Teaching  Ecology and evolution DEA (5th year Univ.) in Montpellier in 1995-97 
  3rdYear course at Queen Mary and Westfield College, Univ. of London 1999 
  Population and Conservation Genetics, Masters Toulouse 2003-2017 
  Courses at Faculdade de Ciência da Universidade de Lisboa: 2008-2017 
  Course in PhD program of Instituto Gulbenkian de Ciência: 2005-2017 
 
Courses: 

Maputo Univ. (Mozambique): Basic population genetics and Conservation. 
Instituto Gulbenkian de Ciências (co-organised with M. Beaumont) 

* Two-day Microsatellite data analysis course in  2001. 
* Four-day Genetic data analysis course in  2002. 
* Five-day Population Genetics    2003-05, 2007-2017 
* Workshop on the coalescent theory in   2006 

Univ. of Sabah (Malaysia). Contributions to Conservation Genetics lectures in a five week 
course (B. Goossens). 

 
Supervisor : one “Laurea” student in Statistics (Bologna University). 
  three ERASMUS students  
  Ten French Masters students - Eight Malagasy Masters students 
  Seven post-docs 2003-2017 
  Nine PhD students (one ongoing) 
 
Grants  

 (1) TMR (Training and Mobility of Researchers) Marie Curie Fellowship to work in Prof G. Barbujani's 
group (1996-1997). 

 (2) NERC (Natural Environment Research Council) with R. Nichols and M. Beaumont (dec. 1999 - 
august 2000). 

 (3) European Science Foundation, Exploratory Workshops, with Pr. S. Shennan. 

 (4) Institut Français de la Biodiversité 

 (5) Fundação para a Ciência e a Tecnologia 
 (6) European Science Foundation, ConGen programme, 
 (7) Programme Egide « Alliance » : with M. Beaumont (2006, 2007) 
 (8) Actions de Coop. ponctuelles Univ. P. Sabatier (Portugal, 2006) 
 (9) Actions Intégrées Luso-Françaises (2006, 2007) 
 (10) CEPA (ONG) : with  E. Quéméré (2006) 
 (11) Idea Wild (ONG) : with E. Quéméré (2006) 
 (12) European Science Foundation : Workshop dans le cadre du programme ConGen (2007) 
 (13) Fundação para a Ciência e a Tecnologia (2007): Fragmentation de l’habitat á Bornéo, impact sur 

les grands mammifères. 
 (14) Institut Français de la Biodiversité (2007) : Fragmentation de l’habitat à Madagascar, impact sur les 

lémuriens. 
 (15) Fundação para a Ciência e a Tecnologia (2009): Modelling spatial population genetics of lemurs in 

Madagascar. 
 (16) PEPS 2012 (Programmes Exploratoires Pluridisciplinaires) : Genomic data and demographic history 
 (17) Fundação para a Ciência e a Tecnologia (2012): Vertebrate comparative study on fragmentation in 

Madagascar using modelling and NGS (next generation sequencing). 
 (18) ERA-NET COFUND Biodiversa 2015. INFRAGECO (inference, fragmentation, genomics and 

conservation) 
 
  
Field work experience : 
 1991-1992: Field and Lab work in Côte d’Ivoire, Congo, Senegal, Ghana (< 1 y.) 
   Personal Experience in Mali and Burkina Faso (2 weeks). 
 1993  Field and Lab work in Côte d’Ivoire, and Ghana (2 months). 
 1994:   Field and Lab work in Côte d’Ivoire (2 months). 
 1995:   Personal Experience in Côte d’Ivoire and Burkina Faso (1 month). 
 2001  Personal Experience in South and Central Mozambique (2 weeks) 
 2008- 2017 Field Work in Madagascar (organization, field work, 3 weeks/y.) 
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FULL LIST OF PUBLICATIONS 

 

 Richard-Yris, M.A., Chikhi L., (1991). Maternal behaviour in domestic hens (Gallus gallus domesticus): cues from chicks and 
maintenance of maternal responsiveness. Int. J. Comp.Psychology., 4 (4): 275-286. 

 Garcia de Leon, F.J., Chikhi L., Bonhomme, F., (1997). Microsatellite polymorphism and population subdivision in natural 
populations of sea bass Dicentrarchus labrax (Linnaeus, 1759), Perciformes : serranidae. Molecular Ecology, 6 : 51-62. 

 Chikhi, L., Agnèse, J.-F., Bonhomme, F., (1997). Fortes différences des ADN mitochondriaux de populations de Sardinella aurita de 
la mer Méditerranée et de l’Atlantique Est. C. R. Acad. Sci. III, 320 : 289-297. 

 Borsa, P., Naciri, M., Bahri, L., Chikhi, L., Garcia de Leon, F.J., Kotoulas, G., Bonhomme, F. (1997). Zoogéographie infraspécifique 
de la mer Méditerranée. Vie et Milieu, 47 (4) : 295-305. 

 Chikhi, L., Bonhomme, F., Agnèse, J.-F., (1998). Low genetic variability in a widely distributed and abundant clupeid species, 
Sardinella aurita. New empirical results and interpretations. Journal of Fish Biology, 52 : 861-878. 

 Chikhi, L., Destro-Bisol, G., Bertorelle, G., Pascali, V., Barbujani, G. (1998). Clines of nuclear DNA suggest a largely Neolithic 
ancestry of the European gene pool. Proc. Natl. Acad. Sci, USA, 95 : 9053-9058. 

 Barbujani, G., Bertorelle, G., Chikhi, L. (1998). Evidence for Palaeolithic and Neolithic gene flow in Europe. American Journal of 
Human Genetics, 62 :488-491. 

 Chikhi, L., Destro-Bisol, G., Pascali, V., Baravelli V., Dobosz, M., Barbujani, G. (1998). Clinal variation in the nuclear DNA of 
Europeans. Human Biology, 70 : 643-657. 

 Bickham, J.W., Sandhu, S., Hebert, P.D.N., Chikhi, L., Anthwal, R. (2000). Effects of chemical contaminants on genetic diversity in 
natural populations: implications for biomonitoring and ecotoxicology. Reviews in Mutation Research, 463: 33-51. 

 Goossens, B., Chikhi, L., Utami, S.S., de Ruiter, J., Bruford, M.W. (2000). Multiple-samples, multiple-extracts approach for 
microsatellite analysis of faecal samples in an arboreal ape. Conservation Genetics, 1(2): 157-162. 

 Goossens, B., Chikhi, L., Taberlet, P., Waits, L. P., Allainé, D. (2001). Microsatellite analysis of genetic variation among Alpine 
marmot populations in the French Alps. Molecular Ecology, 10 (1): 41-52. 

 Chikhi, L., Bruford M.W. Beaumont M.A. (2001). Estimating admixture : a likelihood-based method using Markov chain Monte Carlo. 
Genetics, 158 : 1347-62. 

 Langella, O., Chikhi, L., ., Beaumont M.A. (2001). LEA (Likelihood-based estimation of admixture) :  a program to simultaneously 
estimate admixture and the time since admixture. Molecular Ecology Notes.1(4) : 357-358. 

 Goldstein, D.B., Chikhi, L. (2002). Human migrations and population structure : what we know and why it matters. Annual Review 
of Genomics and Human Genetics., 3: 129-152. 

 Chikhi, L., Nichols, R.A., Barbujani G., Beaumont M.A. (2002) Y genetic data support the Demic diffusion model. . Proc. Natl. 
Acad. Sci, USA,  98: 11007-11013. 

 Bentley, R. A., Chikhi, L.,  Price, T. D (2003). The Neolithic transition in Europe: comparing broad scale genetic and local scale 
isotopic evidence. Antiquity.Vol. 77 (295): 63-66. 

 Chikhi, L*., Goossens*, B., Treanor, A., Bruford, M.W. (2004). Population genetic structure of and inbreeding in an insular cattle 
breed, the Jersey, and its implications for genetic resource management. Heredity, 92: 396-401. *Shared first authorship 

 Laitung, B., Chauvet, E., Feau, N., Feve, K., Chikhi, L., Gardes, M. (2004). Genetic diversity in Tetrachaetum elegans, a mitosporic 
aquatic fungus. Molecular Ecology 13(6): 1679-1692. 

 Dupanloup, I., Bertorelle, G., Chikhi, L., Barbujani, G. (2004) Estimating the impact of prehistoric admixture on the genome of 
Europeans. Molecular Biology and Evolution, 31(7): 1361-1372 

 Bortolini, M.C., Thomas, M., Chikhi, L., Aguilar, J.A., Castro-de-guerra, D., Salzano, F.M., Ruiz-Linares, A. (2004). Ribeiro's 
typology, genomes and Spanish colonialism, as viewed from Gran Canaria and Colombia. Genet. Mol. Biol., 27 (1): 1-8. 

 Goossens, B., Chikhi, L., Jalil, M.F., Ancrenaz, M., Lackman-Ancrenaz, I., Mohamed, M., Andau, P., Bruford, M.W. (2005). Patterns 
of genetic diversity and migration in increasingly fragmented and declining orang-utan populations from Sabah, Malaysia. 
Molecular Ecology 14: 441-456. 

 Altunok, V, Koban, E., Chikhi, L., Schaffer, A, Pedersen, NC, Nizamlioglu, M., Togan, İ.. Genetic evidence for the genetic 
distinctness of Kangal dogs. (2005) Bull. Vet. Inst. Pulawy 49: 249-254. 

 Goossens, B.*., Chikhi, L.*., Ancrenaz, M., Lackman-Ancrenaz, I., Andau, M., Bruford, M.W. (2006). Genetic signature of 
anthropogenic population collapse in orang-utans. PLoS, Biology, 4(2): 285-291. *Shared first authorship. 

 Goossens, B., Setchell, J., James, S., Funk, S.M., Chikhi, L., Abulani, A., Ancrenaz, M., Lackman-Ancrenaz, I., Bruford, M.W. 
(2006).Philopatry and reproductive success in Bornean orang-utans (Pongo Pygmaeus). Molecular Ecology 15: 2577-
2588. 

 Barbujani, G., Chikhi, L. (2006). DNAs from the European Neolithic. Heredity, 97: 84-85. 

 Amaral, A.J., Silva,A.B., Grosso,A.R., Chikhi,L., Bastos-Silveira,C. Dias,D. (2007) Detection of hybridization and species 
identification in domesticated and wild quails using genetic markers. Folia Zoologica 56(3):285-300. 

 Adepo-Gourène, B., Chikhi, L., Agnèse, J.-F., Gourène, G., Hervé, A. (2007) A preliminary study of allozyme differences amongst 
Carcharhinus sharks disembarked at Abidjan, Côte d’Ivoire. African J. Aquatic Sciences 32(3): 305-310. 
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 Sousa, V., Penha, F., Collares-Pereira, M.J., Chikhi, L. Coelho, M.M. (2008) Genetic structure and signature of population decrease 
in the critically endangered freshwater cyprinid Chondrostoma lusitanicum. Conservation Genetics, 4: 791-805. 

 Bonhomme, M,  Blancher, A., Cuartero S., Chikhi, L., Crouau-Roy, B. (2008) Origin and demographic history of the Mauritius 
macaque (M. fascicularis): new insights from microsatellite data. Molecular Ecology, 17: 1009-1019. 

 Radespiel, U., Rakotondravony, R., Chikhi, L., (2008) Natural and anthropogenic determinants of genetic structure in the largest 
remaining metapopulation of the endangered golden-brown mouse lemur, Microcebus ravelobensis. American Journal of 
Primatology, 70: 1-11. 

 Olivieri, G., Sousa, V., Chikhi, L., Radespiel, U., (2008) From genetic diversity and structure to conservation: genetic signature of 
recent population declines in three mouse lemur species (Microcebus ssp.) Biological Conservation, 141: 1257-1271. 

 Chikhi, L. (2008). How accurate can genetic data be? Heredity, 101, 471-472. 

 Parreira, B., Trussart, M., Sousa, V., Hudson, R., Chikhi, L., (2009). SPAms : A user-friendly software to simulate population 
genetics data under complex demographic models. Molecular Ecology Resources. 9 : 749-753. 

 Rasteiro, R., Chikhi, L. (2009). Revisiting the peopling of Japan: an admixture perspective. Journal of Human Genetics, 54,349-
354. 

 Sousa, V., Fritz, M., Beaumont, M.A., Chikhi, L. (2009) Approximate Bayesian Computation without summary statistics: the case of 
admixture. Genetics, 181, 187-197. 

 Giovannini , A., Zanghirati, G., Beaumont, M.A., Chikhi, L., Barbujani, G., (2009) A novel parallel approach to the likelihood-based 
estimation of admixture in population genetics. Bioinformatics, 25, 1440-1441 

 Bray, T.C., Chikhi, L., Sheppy, A.J., Bruford, M.W., (2009) The population genetics effects of ancestry and admixture in a 
subdivided cattle population. Animal Genetics, 40, 393-400. 

 Quéméré, E., Louis, E., Ribéron, A., Chikhi, L. Crouau-Roy, B. (2009). Non-invasive conservation genetics of the critically 
endangered golden-crowned sifaka (Propithecus tattersalli): high diversity and significant genetic differentiation over a 
small range Conservation Genetics, 11(7) 675-68. 

 Bray, T.C., Sousa, V., Parreira, B., Bruford, M.W., Chikhi, L., (2010) 2BAD: an application to estimate the parental contributions 
during two independent admixture events. Molecular Ecology Resources, 3, 538-541. 

 Sousa, V., Penha, F., Pala, I., Chikhi, L. Coelho, M.M. (2009) Conservation genetics of a critically endangered Iberian minnow: 
evidence of population decline and extirpations. Animal Conservation, 13, 162-171. 

 Craul, M.,  Chikhi, L., Sousa, V., Olivieri, G., Rabesandratana, A., Zimmermann, E., Radespiel, U. (2009). Influence of forest 
fragmentation on an endangered large-bodied lemur in northwestern Madagascar. Biological Conservation, 142 (12), 
2862-2871. 

 Chikhi L (2009) Genetic data and story-telling: from Archeogenetics to Astrologenetics? An update to “Clinal variation in the nuclear 

DNA of Europeans” By Chikhi, L., Destro-Bisol, G., Pascali, V., Baravelli V., Dobosz, M., Barbujani, G. Published in 1998 in 
Human Biology. Human Biology, 81, (5-6), 639-643. 

 Quéméré, E, Champeau J, Besolo, A, Rasolondraibe, E Rabarivola, C, Crouau-Roy, B Chikhi, L (2010) Spatial variation in density 
and total size estimates in fragmented primate populations: the golden-crowned sifaka (Propithecus tattersalli). American 
Journal of Primatology, 72,72-80. 

 Beaumont M, Nielsen R, Robert C, Hey J, Gaggiotti O, Knowles L, Estoup A, Panchal M, Corander J, Hickerson M, Sisson SA, 
Fagundes N, Chikhi L, Beerli P, Vitalis R, Cornuet JM, Huelsenbeck J, Foll M, Yang, Rousset F, Balding D, Excoffier L 
(2010) In defense of model-based inference in phylogeography. Molecular Ecology, 19 (3), 436-446. 

 Quéméré E, Crouau-Roy B, Rabarivola C, Louis EE Jr., Chikhi L (2010) Landscape genetics of an endangered lemur (Propithecus 
tattersalli) within its entire fragmented range. Molecular Ecology,19, 1606-1621. 

 Schneider, N, Chikhi, L, Currat, M, Radespiel, U (2010) Signals of recent spatial expansions in the grey mouse lemur (Microcebus 
murinus). BMC Evolutionary Biology, 10, 105-121. 

 Salmona J., Dawson D.A., Fouillot D., Ghestemme, T., Thebaud, T., Chikhi, L., Salamolard (2010) The utility of existing passerine 
microsatellite markers for genetic studies in endangered species – as demonstrated for a critically endangered forest bird 
endemic to Réunion Island, the Réunion cuckooshrike (Coracina newtoni). Conservation Genetics Resources, 2, 361-
364. 

 Bruford, M.W., Ancrenaz, M., Chikhi, L., Lackman-Ancrenaz, I., Andau, M., Ambu, L., Goossens, B. (2010) Projecting genetic 
diversity and population viability for the fragmented orang-utan population in the Kinabatangan floodplain, Sabah, Malaysia. 
Endangered Species Research, 12: 249–261.  

 Chikhi, L., Sousa, V., Luisi, P., Goossens, B., Beaumont, M.A., (2010) The confounding effects of population structure, genetic 
diversity and the sampling scheme on the detection and quantification of population size changes. Genetics, 186: 983-995. 

 Sousa, V., Beaumont M., Fernandes, P., Coelho MM, Chikhi L (2012) Population divergence with or without admixture: selecting 
models using an ABC approach. Heredity, 108, 521-530.. 

 Gamba C, Fernández E, Tirado M, Deguilloux MF, Pemonge MH, Utrilla P, Edo M, Molist M, Rasteiro R, Chikhi L, Arroyo-Pardo E 
(2012) Ancient DNA from an Early Neolithic Iberian population supports a pioneer colonization by first farmers. Molecular 
Ecology, 21: 45-56.   

 Viana S, Salmona J., Ibouroi MT, Besolo A., Rasolondraibe E. , Radespiel U., Rabarivola C., Chikhi L. (2012) Density estimates of 
two endangered nocturnal lemur species from northern Madagascar: new results and a comparison of commonly-used 
methods . Am. J. Primatology, 74: 414–422. 
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 Rasteiro, R, Bouttier P.-A, , Sousa, V, Chikhi L, (2012) Investigating sex-biased migration during the Neolithic transition in Europe, 
using an explicit spatial simulation framework. Proc. Roy Soc. B, 279, 2409-2416. 

 Quéméré, E., Amelot, X., Pierson, J. ,Crouau-Roy, B., Chikhi, L (2012). Genetic data suggest a natural pre-human origin of open 
habitats in northern Madagascar and question the deforestation narrative in this region. Proc. Natl. Acad. Sci, USA, 109: 
13028-33. 

 Salmona, J., Salamolard, M. Fouillot, D., Ghestemme, T., Larose, J., Centon, J.-F., Sousa, V., Dawson, D., Thebaud, C., Chikhi L., 
(2012) Signature of a pre-human population decline in the critically endangered Reunion Island endemic forest bird 
Coracina newtoni. PLoS ONE, 7(8): e43524. doi:10.1371/journal.pone.0043524. 

 Sharma, R, Arora, N, Goossens, B, Nater, A, Morf, N, Salmona, J, Bruford, MW, Van Schaik, CP, Krützen, M, Chikhi, L (2012). 
Effective population size dynamics and the demographic collapse of Bornean orang utans. PLoS ONE, 7(11): e49429. 
doi:10.1371/journal.pone.0049429 

 Sharma R, Goossens B, Kun-Rodrigues C, Teixeira T, Othman N, Boone JQ, Jue NK, Obergfell C, O'Neill RJ, Chikhi L (2012) Two 
different high throughput sequencing approaches identify thousands of de novo genomic markers for the genetically 
depleted Bornean elephant. PLoS ONE 7(11): e49533. doi:10.1371/journal.pone.0049533 

 Alves JM, Lopes AM, Chikhi L, Amorim A (2012) On the structural plasticity of the human genome: Chromosomal inversions 
revisited. Current Genomics, 13: 623-632. 

 Vanpé C, Salmona J, Pais I, Kun-Rodrigues C, Pichon C, Viana Meyler S, Rabarivola C, Lewis RJ, Mohamed-Thani I, Chikhi L 
(2013) Non-invasive molecular sexing: an evaluation and validation of the SRY- and amelogenin-based method in three 
new lemur species. Am. J. Phys. Anthropology, 150(3):492-503 DOI 10.1002/ajpa.22222. 

 Quéméré E, Hibert F, Miquel C, Lhuillier E, Rasolondraibe E, Champeau J, Rabarivola C, Nusbaumer L, Chatelain C, Gautier L, 
Ranirison P, Crouau-Roy B, Taberlet P, Chikhi L (2013) A DNA metabarcoding study of a primate dietary diversity and 
plasticity across its entire fragmented range. PLoS ONE 8 (3): e58971. doi:10.1371/journal.pone.0058971 

 Salmona, J., Rasolondraibe, E., Jan, F., Besolo, A., Rakotoarisoa, H., Viana Meyler,S., Wohlhauser, S., , Rabarivola, C, Chikhi, L. 
(2013) Conservation status and abundance of the crowned sifaka (Propithecus coronatus). Primate Conservation. 

 Paz-Viñas I. Quéméré, E., Chikhi, L., Loot, G., Blanchet, S. (2013) The demographic history of populations experiencing 
asymmetric gene flow: combining simulated and empirical data. Molecular Ecology 22(12) 3279-91 

 Heller, R., Chikhi, L., Sigiesmund H.R. (2013). The confounding effect of population structure on bayesian skyline plot inferences of 
demographic history. PLoS ONE 8(5): e62992. doi:10.1371/journal.pone.0062992 

 Rasteiro, R, Chikhi L, (2013) Female and male perspectives on the neolithic transition in europe: clues from ancient and modern 
genetic data. PloS ONE 8(4): e60944. doi:10.1371/journal.pone.0060944 

 Sabin, E, Delarue, C, Misandeau, C Besse, P, Salmona, J, Chikhi, L (2013) Taille de la population d’Avahi laniger dans la réserve 
d’Ambodiriana-Manompana, Nord-est de Madagascar. Lemur News, 17, 70-72.  

 Salmona, J, Jan, F, Rasolondraibe, E, Zaranaina, D, Ousseni, DS, Mohamed-Thani, I, Rakotonanahary, A, Ralantoharijaona, T, 
Kun-Rodrigues, C, Carreira, M, Wohlhauser, S, Ranirison, P, Zaonarivelo, JR, Rabarivola, Cj, Chikhi, L (2013) Survey of 
the critically endangered Perrier’s sifaka (Propithecus Perrieri) across most if its distribution range. Lemur News, 17 9-12. 

 Kun-Rodrigues, C, Salmona, J, Besolo, A, Rasolondraibe, E, Rabarivola, JC,  Marques, TA, Chikhi, L (2014). New density 
estimates of a threatened sifaka species (Propithecus coquereli) in Ankarafantsika National Park. Am. J. Primat. 76:515–
528. 

 Greminger MP, Stölting KN, Nater A, Goossens B, Arora N, Bruggmann R, Patrignani A, Nussberger B, Sharma R, Kraus RHS, 
Ambu LN, Singleton I, Chikhi L, van Schaik CP Krützen M, (2014) Generation of SNP datasets for orangutan population 

genomics using improved reduced-representation sequencing and direct comparisons of SNP calling algorithms BMC 
Genomics, 15:16  doi:10.1186/1471-2164-15-16. 

 Besnard, G, Dupuy J, Lareter M, Cuneo P, Cooke D, Chikhi,L (2014) History of the invasive African olive tree in Australia and 
Hawaii: evidence for sequential bottlenecks and hybridization with the Mediterranean olive Evolutionary Applications 7, 

195-211. 

 Schwitzer C, Mittermeier RA, Johnson SE, Donati G, Irwin M, Peacock H, Ratsimbazafy J, Razafindramanana J, Louis Jr. EE, 
Chikhi L, Colquhoun IC, Tinsman J, Dolch R, LaFleur M, Nash S, Patel E, Randrianambinina B, Rasolofoharivelo T, Wright 
PC. (2014). Averting lemur extinctions amidst Madagascar’s political crisis. Science 343, 842-43. 

 Schwitzer C, Chikhi L, Donati G, Irwin M, Johnson SE, Mittermeier RA, Peacock H, Ratsimbazafy J, Razafindramanana J, Louis Jr. 

EE, Colquhoun IC, Tinsman J, Dolch R, LaFleur M, Nash S, Patel E, Randrianambinina B, Rasolofoharivelo T, Wright PC. 
(2014). Protecting Lemurs – response. Science 344, 358-9. 

 Salmona J, Jan F, Rasolondraibe E, Besolo A, Ousseni DS, Beck A, Zaranaina D, Rakotoarisoa H, Rabarivola CJ, Chikhi L (2014). 
Extensive survey of the Endangered Coquerel’s sifaka (Propithecus coquereli). Endangered Species research, 25, 175-
183. 

 Salmona J, Ralantoharijaona T, Thani IM, Rakotonanahary A, Zaranaina R, Jan F, Rasolondraibe E, Barnavon M, Beck A, 
Wohlhauser S, Ranirison P, Zaonarivelo JR, Rabarivola C, Chikhi L (2014) Daraina sportive lemur (Lepilemur milanoii) 
density and population size estimates in most of its distribution range: the Loky-Manambato region Lemur News, 18, 16-
19. 

 Salmona J, Rakotonanahary A, Thani IM, Radavison Zaranaina R, Ralantoharijaona T,Jan F, Rasolondraibe E, Barnavon M, Beck 
A, Wohlhauser S, Ranirison P, Zaonarivelo JR, Rabarivola C, Chikhi L (2014) Estimation des densités et tailles de 
population du Microcèbe Roux du Nord de (Microcebus tavaratra) dans la région Loky-Manambato (Daraina) Lemur News, 
18, 73-75. 
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 Parreira, B., Chikhi, L. (2015) On some genetic consequences of social structure , mating systems, dispersal and sampling. PNAS, 
112 (26) E3318-E3326.  www.pnas.org/cgi/doi/10.1073/pnas.141446311.  

 Mazet O , Rodriguez VW and Chikhi L (2015). Demographic inference using genetic data from a single individual: separating 
population size variation from population structure. Theoretical Population Biology, 104:46-58. 

 Alves JM, Lima AC, Pais IA, Amir N, Celestino R, Piras G, Monne M, Comas D, Heutink P, Chikhi L, Amorim A, Lopes AM (2015). 
Reassessing the evolutionary history of the 17q21 inversion polymorphism. Genome Biology and Evolution, 7: 3239-
3248. 

 Amir, N, Sahnoune, M, Chikhi L, Atmani D (2015) STR-based genetic structure of the Berber population of Bejaia (Northern Algeria) 
and its relationships to various ethnic groups Gene, 574(1):140-8. 

 Salmona J, Banks M, Ralantoharijaona T N, Jan F, Rasolondraibe E, Zaranaina R, Rakotonanahary A, Wohlhauser S, Sewall B J., 
Chikhi L (2015) The value of the spineless monkey orange tree (Strychnos madagascariensis) for conservation of northern 
sportive lemurs (Lepilemur milanoii and L. ankaranensis). Madagascar Conservation and Development, 10(2): 53-59. 

 Salmona J, Teixeira H, Rasolondraibe E, Aleixo-Pais I, Kun-Rodrigues C , Rakotonanahary A, Jan F, Rabarivola C J , Zaonarivelo J 
R, Andriaholinirina N V, Chikhi L (2015). Genetic diversity, population size and conservation of the Critically Endangered 
Perrier’s sifaka (Propithecus perrieri). International Journal of Primatology, 36: 1132-1153. 

 Miller A, Ralantoharijaona T, Misandeau C, , Andriaholinirina Volasoa N, Mills H, Bencini R, Chikhi L, Salmona J (2015) A biological 
survey of Antsahanadraitry forest (Alan’Antanetivy corridor, Manompana) reveals the presence of the hairy-eared dwarf 
lemur (Allocebus trichotis). Lemur News 19, 4-6. 

 Mazet O, Rodriguez WV, Grusea S, Boitard S, Chikhi L (2016). On the importance of being structured: instantaneous coalescence 
rates and human evolution – Lessons for inference of ancestral population size? Heredity, 116, 362–371. 
doi:10.1038/hdy.2015.104. 

 Minhós T, Chikhi L, Sousa C, Vicente L, Ferreira da Silva M, Heller R, Casanova C, Bruford MW (2016). Genetic consequences of 
human forest exploitation in two colobus monkeys in Guinea Bissau, Biological Conservation, 194, 194-208. 

 Ottoni C, Rasteiro R, Willet R, Claeys J, Talloen P,Van de Vijver K, Chikhi L, Poblome J, Decorte R (2016) Comparing maternal 
genetic variation across two millennia reveals the demographic history of an ancient human population in southwest 
Turkey. R. Soc. opensci.3:150250. http://dx.doi.org/10.1098/rsos.150250. 

 Goossens, B., Sharma, R., Othman,  N., Kun-Rodruigues, C., Sakong, R., Ancrenaz, M., Ambu, L. N., Jue, N. K. , O’Neill, R. J., 
Bruford, M. W,, Chikhi, L. (2016) Habitat fragmentation and genetic diversity in natural populations of the Bornean 
elephant: Implications for conservation. Biological Conservation, 196: 80-92. 

 Sgarlata, G. M., Salmona, J., Razanaparany, T. P., Rabarivola, C. J., Jan, F., Rasolondraibe, E., Andriaholinirina, N. V., Lafosse, S., 
Chikhi, L., Manni, F., Bayart, F. (2016) Mitochondrial genetic diversity in the crowned sifaka (Propithecus coronatus) in a 
fragmented landscape. Primate Conservation 30: 39–57. 

 Salmona, J, Heller, R, Quéméré E, Chikhi, L (2017) Climate change and human colonization triggered habitat loss and 
fragmentation in Madagascar. Molecular Ecology, 294, 1365- UR- http://dx.doi.org/10.1111/mec.14173 

 Prunier JG, Dubut V, Chikhi L, Blanchet S (2017). Contribution of spatial heterogeneity in effective population sizes to the variance 
in pairwise measures of genetic differentiation. Methods in Ecology and Evolution. Link: http://dx.doi.org/10.1111/2041-
210X.12820, doi 10.1111/2041-210X.12820. 

 Pedersen CET, Albrechtsen A, Etter PD, Johnson E,Orlando L, Chikhi L, Siegismund HR, Heller R (submitted). Pinpointing a 
Pleistocene refugium in the Zambezi Basin for a savannah ungulate pioneer, the plains zebra. Nature Ecology & 
Evolution. , 

 López S, Thomas MG, van Dorp L, Ansari-Pour N, Stewart S, Jones AL, Jelinek E, Chikhi L, Parfitt T, Bradman N, Weale M, 
Hellenthal G (2017) The genetic legacy of Zoroastrianism in Iran and India: Insights into population structure, gene flow and 
selection. Am. J. Human Genetics.doi: https://doi.org/10.1101/128272. 

 Chikhi L , Rodriguez WV, Grusea S, Santos P, Boitard S, Mazet O (in press). The IICR (inverse instantaneous coalescence rate) 
as a summary of genomic diversity: insights into demographic inference and model choice. Heredity. 

 

PROCEEDINGS OF MEETING WITH REVIEWING PROCESS 

 

 Chikhi, L. (2003) Admixture in Europe : Y chromosome data support the Demic Diffusion model.  In “Examining the 

farming/language dispersal hypothesis.” Edited by P. Bellwood and C. Renfrew. McDonald Institute for Archaeological 
research, Univ. Cambridge. Oxbow Books. Chap. 34: 435-447. 

 

BOOK CHAPTERS or ENCYCLOPEDIA 

 

 Chikhi, L., Bonhomme, F., Agnèse, J.-F. (1994). The search for genetic differentiation of two sardine species (Sardinella aurita 
and S. maderensis). In Dynamics and use of sardinella resources from upwelling off Ghana and Ivory Coast (eds. F.-X Bard 
et K. A. Koranteng). 152-168. Éditions de l’ORSTOM. 

 Barbujani G., Chikhi, L. (2000). Genetic population structure of Europeans, inferred from nuclear and mitochondrial DNA 
polymorphisms. In Archaeogenetics: DNA and the population prehistory of Europe edited by C. Renfrew and K. Boyle. 
Chapter 12: 119-129., Oxford (UK), Oxbow Books, 342 p. 

http://www.pnas.org/cgi/doi/10.1073/pnas.141446311
http://dx.doi.org/10.1098/rsos.150250
http://dx.doi.org/10.1111/2041-210X.12820
http://dx.doi.org/10.1111/2041-210X.12820
https://doi.org/10.1101/128272
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 Chikhi, L., Barbujani G., (2001). Estimating the contribution of Palaeolithic and Neolithic groups to the European gene pool. In P. 
Donnelly & R.A. Foley (eds.) Genes, fossils and behaviour: an integrated approach to human evolution. Pp. 189-204., 
NATO Science Series, IOS Press, Amsterdam.  

 Chikhi, L., Garnier-Géré, P. (2003). Genetics of large populations and association studies. Encyclopedia of the Human 
Genome. Nature Publishing Group. 

 Cierco-Ayrolles, C., Abdallah, J., Boitard, S., Chikhi, L.,  de Rochambeau, H., Tsitrone, A., Veyrieras, J.-B., Mangin B., (2004). On 
linkage disequilibrium measures: methods and applications. Research Signpost. Recent Research Developments in 
Genetics and Breeding, 1: 151-180. 

 Wheeler, J., Chikhi, L., Bruford, M.W. (2005). Case study in genetics of animal domestication: South American camelids. In 
“Documenting Domestication: New Genetic and Archaeological Paradigms”. Editors: M.A. Zeder, D. Bradley, E. 
Emshwiller, B.D. Smith. University of California Press. Chapter 23: 329-334. 

 Chikhi, L., Bruford, M.W. (2005). Mammalian population genetics and genomics. In: Mammalian Genomics (ed. Ruvinsky A, 
Marshall Graves J). CABI Publishers, UK. Chapter 21, 539-583. 

 Chikhi, L, Beaumont, MA, (2005). Modelling Human Genetic History, Encyclopaedia of Genetics, Genomics, Proteomics & 
Bioinformatics. (ed. Dunn MJ, Jorde LB, Little PFR et al.) John Wiley, New York. 

 Garnier-Géré P., Chikhi, L. (2006). Genetics of large populations and association studies. Encyclopedia of the Human Genome. 
Nature Publishing Group. 

 Barbujani G., Chikhi, L. (2007). Human genetic diversity and its history. In Handbook of Statistical Genetics, eds D. Balding, M. 
Bishop, and C. Cannings, 3rd edition. 

 Goossens, B., Chikhi, L. Jalil, F., James, S., Lackman-Ancrenaz, I., Bruford, M.W. (2009) Taxonomy, geographic variation and 
population genetics of the Bornean and Sumatran orangutans. In: Orangutans: geographic variation in behavioural 
ecology and conservation. Ed: S. Wich, SSU Atmoko, TM Setia, and C van Schaik, Oxford University Press. Chapter 1, 
1-14. 

 Thomas M.G., Kivisild, T., Chikhi L., Burger, J. (2013). Europe and Western Asia: genetics and population history. In The 

Encyclopaedia of Global Human Migration, Ness I and P. Bellwood (eds) Malden, MA and Oxford: Wiley-Blackwell 
(forthcoming, 2013) volume 1, chapter 18, pp. 146-156. 

 Arenas, M, Mona, S, Trochet, A,  Sramkova Hanulova, A, Currat M, Ray N, Chikhi L, Rasteiro R, Schmeller DS Excoffier L, 
(2013). The scaling of genetic diversity in a changing and fragmented world. In SCALES, Klaus Henle, J Settele, S Potts, W 
Kunin, Y Matsinos, J Similä, J Pantis, V. Grobelnik, L Penev Eds. Garnier-Géré, P, Chikhi. L (November 2013) Population 
Subdivision, Hardy-Weinberg Equilibrium and the Wahlund Effect. In: eLS2013, John Wiley & Sons Ltd: Chichester 
http://www.els.net/ [DOI:10.1002/9780470015902.a0005446.pub3] 

 Rakotoarisoa G, Radespiel U, Chikhi L (2013) Anjiamangirana and Marosely. In: Schwitzer C, Mittermeier RA, Davies N, Johnson 
SE, Ratsimbazafy J, Razafindramanana J, Louis EE, Rajaobelina S (eds) Lemurs of Madagascar: a strategy for their 
conservation 2013–2016. Bristol, UK: IUCN SSC Primate Specialist Group, Bristol Conservation and Science Foundation, 
and Conservation International. Pp 130–131. 

 Andriaholinirina, N., A. Baden, M. Blanco, L. Chikhi, A. Cooke, N. Davies, R. Dolch, G. Donati,  J. Ganzhorn, C. Golden, L. F. 
Groeneveld, A.  Hapke, M. Irwin, S. Johnson, P. Kappeler, T. King, R. Lewis, E. E. Louis, M. Markolf, V. Mass, R. A. 
Mittermeier, R.  Nichols, E. Patel, C. J. Rabarivola, B. Raharivololona, S. Rajaobelina, G. Rakotoarisoa, B. Rakotomanga, 
J. Rakotonanahary, H.Rakotondrainibe, G. Rakotondratsimba, M. Rakotondratsimba, L. Rakotonirina, F.B. Ralainasolo, J. 
Ralison, T. Ramahaleo, J. F.Ranaivoarisoa, S.I. Randrianahaleo, B. Randrianambinina, L. Randrianarimanana, H. 
Randrianasolo, G. Randriatahina, H. Rasamimananana, T. Rasolofoharivelo, S. Rasoloharijaona, F. Ratelolahy, J. 
Ratsimbazafy, N. Ratsimbazafy, H. Razafndraibe, J. Razafndramanana, N. Rowe, J. Salmona, M. Seiler, S. Volampeno, P. 
Wright, J. Youssouf, J. Zaonarivelo and A. Zaramody. (2014). IUCN Red List of Threatened Species: lemurs. 

 Banks MA, Patel ER, Chikhi L, Salmona J (2015) Perrier's sifaka Propithecus perrieri (Lavauden, 1931). In Schwitzer, C., 
Mittermeier, R.A., Rylands, A.B., Chiozza, F., Williamson, E.A., Wallis, J. and Cotton, A. (eds.). 2015. Primates in Peril: 
The World’s 25 Most Endangered Primates 2014-2016. pp  38-41. IUCN SSC Primate Specialist Group (PSG), 
International Primatological Society (IPS), Conservation International (CI), and Bristol Zoological Society, Arlington, VA.  

 Salgado Lynn M, Sechi P, Chikhi L and Goossens B (2016) Primate conservation genetics at the dawn of conservation genomics. 
In: An introduction to primate conservation. Ed. Serge A Wich & Andrew J Marshall, Oxford Univ. Press. pp. 53-77. 

 Salgado Lynn M, Jalil MFB, Chikhi L, Ancrenaz M, Ambu LN, Bruford M, Goossens B (2016) Landscape genetics applied in the 
conservation of primates in the Lower Kinabatangan Wildlife Sanctuary: the orang-utan as a case study. In Primates in 
Flooded Habitats: Ecology and Conservation. Eds. Barnett AA, Matsuda I, Nowak K. Cambridge University Press, 
Cambridge.  

 Banks MA, Patel ER, Chikhi L, Salmona J (2017) Perrier's sifaka Propithecus perrieri (Lavauden, 1931). In Schwitzer, C., 
Mittermeier, R.A., Rylands, A.B., Chiozza, F., Williamson, E.A., Wallis, J. and Cotton, A. (eds.). 2015. Primates in Peril: 
The World’s 25 Most Endangered Primates 2016-2018. pp  XX-XX. IUCN SSC Primate Specialist Group (PSG), 
International Primatological Society (IPS), Conservation International (CI), and Bristol Zoological Society, Arlington, VA.  

 

POPULAR SCIENCE 

 

 Chikhi, L., Goossens, B., Bruford, M.W. (1999) A study of the genes of Jersey cattle. The Journal of the Royal Jersey 
Agricultural & Horticultural Society, 92 : 15. 

 Goossens, B., Chikhi, L., Bruford, M.W. (2001) Jersey cattle : what the genes tell us. The Journal of the Royal Jersey 
Agricultural & Horticultural Society, 94 : 35-36. 

http://www.els.net/


 9 

 Quéméré, E., Chikhi, L., Crouau-Roy, B., (2006). L’Or de Daraina. CEPA Magazine (Conservation  des Espèces et des 
Populations Animales). Déc. 2006. 

 Dionísio, F., Gordo, I., Chikhi, L., Bettencourt Dias, M. Martinho, R., Magalhães, S. (2007). Será que existem raças humanas? 
Público, Numéro du Samedi 2 Nov 2007. 

 Chikhi, L., (2008). Nos ancêtres dans nos gènes. La Recherche, 37, 77-81. 

 Chikhi, L, (2009) Diversité génétique et évolution humaine. Journal de l’Université Paul Sabatier.  

 Champeau J Besolo, A, Rasolondraibe, E, Quéméré, E,  Rabarivola, C, Crouau-Roy, B, Chikhi, L (2009). Le propithèque de 
Tattersall : conservation d’une espèce de lémurien menacée. CEPA Magazine, 19-20, 27-29. 

 

SOFTWARE RELATED CONTRIBUTIONS 

 

1997/99-1  Belkhir, K., Borsa, P., Goudet, J., Chikhi, L., Bonhomme, F. GENETIX 3.0. Logiciel d’analyse de données de 
génétique des populations. 

Site http://www.univ-montp2.fr/~genetix/genetix.htm. 

2000/01-2  Langella, O., Chikhi L., Beaumont, M.A. LEA (Likelihood-based estimation of admixture). Software based on the 

admixture method developed in the paper Chikhi et al., (2001, Genetics). Site http://www.cnrs-gif.fr/pge/bioinfo/lea/index.php?lang=en. 

2009   Parreira, B., Trussart, M., Sousa, V., Hudson, R., Chikhi, L., (2009). SPAms : A user-friendly software to simulate 
population genetics data under complex demographic models. Molecular Ecology Resources. 

2009   Bray TC, Sousa V, Parreira, B., Bruford M, Chikhi L., (2009) 2BAD: an application to estimate the parental 
contributions during two independent admixture events. Molecular Ecology Resources. 

2009   Giovannini , A., Zanghirati, G., Beaumont, M.A., Chikhi, L., Barbujani, G., (2009) A novel parallel approach to the 
likelihood-based estimation of admixture in population genetics. Bioinformatics. 

 
 

MISCELLANEOUS 

 

 Chikhi, L., (2002). Postdocs face hardship across mainland Europe. Correspondence to Nature, 415, 259. 
 
 
 

SUBMITTED / IN PREPARATION 

 

 Pires AE, Detry C, Chikhi L, Rasteiro R, Amorim R, Simões F, Matos J, Petrucci-Fonseca F, Olivier M, Hänni C, Cardoso JL, Arias 
P, Diniz M, Araújo AC, Bicho N, Sousa AC, Moreno-García M, Arruda AM, Fernández-Rodríguez C, Porfírio E, Arnaud JM, 
Valente A, Gonçalves D, Alves L, Götherström A, Davis S and Ginja C (submitted). News from old dogs: an 
archaeogenetic study of Iberian Canis. 

 Sgarlata GM, Salmona J, Aleixo-Pais I, Rakotonanahary A, Sousa AP, Kun-Rodrigues C, Ralantoharijaona T, Jan F, Zaranaina R, 
Rasolondraibe E, Zaonarivelo JR, Andriaholinirina Volasoa N, Chikhi L (submitted) Genetic differentiation and 
demographic history of Northern rufous mouse lemur (Microcebus tavaratra) across a fragmented landscape in Northern 
Madagascar. Int. J. Primatology.  

 Anania A, Salmona J, Rasolondraibe E, Jan F, Chikhi L, Fichtel C, Kappeler P, Rasoloarison R (submitted) Taboo Adherence 
and Presence of Perrier’s Sifaka (Propithecus perrieri) in Andrafiamena Forest. 

 Knoop S, Chikhi L, Salmona J (submitted) Mouse lemurs’ use of degraded habitat. Am. J. Primatology. 

 Rasteiro, R, Maié T, Curbelo D, Bouttier P.-A, Monier, D., Chenin N, Thebaud C, Chikhi, L, (in preparation) SINS a program to 
simulate spatial expansions, and habitat fragmentationSousa, V., Delay, A., Chikhi, L. (in preparation) The effect of the 
mutation model on the detection and quantification of population size changes. 

 Parreira, B, Vanpé, C, Quéméré, E, Chikhi, L. (in preparation) Can social structure explain patterns of genetic diversity in 
Propithecus tattersalli? 

http://www.univ-montp2.fr/~genetix/genetix.htm
http://www.cnrs-gif.fr/pge/bioinfo/lea/index.php?lang=en

